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Cluster 0: Immature Neutrophils
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Cluster 1: IFN—g Activated / Antimicrobial
GSEA GO-BP

activated

suppressed

translation at presynapse -
translation at synapse
translation at postsynapse -
aerobic respiration -
cytoplasmic translation A

translation -

cellular response to |

_interferon—beta
protein—RNA complex |

organization
protein—RNA complex assembly -

peptide cross-linking -

ribonucleoprotein complex |
biogenesis

response to interferon—beta -
cytoplasmic pattern
recognition receptor A

cSlEna! R patay
lipopolysaccharide
interferon—mediated |

signaling pathway
activation of innate immune |

response
cellular response to biotic |

innate SHMIHE

response—activating -

eI S Sr e

recombination of immune | )
receptors built from

p.adjust

1le-04
2e-04
3e-04

4e-04

immunoglobulin superfamily
domains

0.4

0.5

0.6

0.7 0.8 0.4
GeneRatio

0.5

0.6 0.7

0.8



Cluster 1: IFN—g Activated / Antimicrobial
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Cluster 2+3: Cell Death / NETs Release
GSEA GO-BP

activated

suppressed

peptide cross-linking -

cytoplasmic translation

positive regulation of |
protein targeting to membrane

translation at presynapse

negative regulation of |
peptide hormone secretion

translation at synapse

translation at postsynapse -

ribonucleoprotein complex |
biogenesis

regulation of protein |
targeting

positive regulation of |
regulated secretory pathway

defense response to virus -

response to bacterium -

regulation of innate immune |
response

regulation of response to |
biotic stimulus

response to Vvirus -
adaptive immune resppnse

defense respNsetg S XHIRIQEH -

recombination of immune |
receptors built from

inflafensgidbaparspéofathiy |
afgatagn

regulation of immune response

positive regulation of |

immune response

0.3

0.4

0.5

0.6 0.7 0.3
GeneRatio

0.4

0.5

0.6

0.7

p.adjust

0.005
0.010

0.015



Cluster 2+3: Cell Death / NETs Release
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