
translation at presynapse

translation at postsynapse

translation at synapse

actin filament polymerization

actin polymerization or
depolymerization

vacuole organization

cytoplasmic translation

protein polymerization

regulation of endocytosis

regulation of protein
catabolic process

regulation of cellular
component size

macroautophagy

Golgi vesicle transport

regulation of cellular
catabolic process

mitotic cell cycle phase
transition

regulation of apoptotic
signaling pathway

response to oxidative stress

establishment of organelle
localization

regulation of
protein−containing complex

assembly

actin filament organization
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Proteasome

Legionellosis

Bacterial invasion of
epithelial cells

Amoebiasis

Leukocyte transendothelial
migration

Oocyte meiosis

Yersinia infection

Ubiquitin mediated proteolysis

Insulin signaling pathway

Lipid and atherosclerosis

Cytoskeleton in muscle cells

Lysosome biogenesis

Proteoglycans in cancer

Autophagy − animal

Salmonella infection

Endocytosis

Regulation of actin
cytoskeleton

Coronavirus disease − COVID−19

Amyotrophic lateral sclerosis

Pathways of
neurodegeneration − multiple

diseases
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negative regulation of viral
process

cellular response to
interferon−beta

response to interferon−beta

negative regulation of
response to biotic stimulus

cytoplasmic pattern
recognition receptor

signaling pathway

negative regulation of
immune response

myeloid leukocyte
differentiation

negative regulation of
defense response

pattern recognition receptor
signaling pathway

innate immune
response−activating

signaling pathway

intracellular receptor
signaling pathway

negative regulation of
response to external stimulus

viral process

RNA splicing

activation of innate immune
response

positive regulation of
response to biotic stimulus

positive regulation of
innate immune response

defense response to virus

response to virus

regulation of innate immune
response
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p.adjust
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Count

40

60

80

Disease_vs_Control
Down−regulated genes | GO



Antigen processing and
presentation

NF−kappa B signaling pathway

C−type lectin receptor
signaling pathway

TNF signaling pathway

Protein processing in
endoplasmic reticulum

Diabetic cardiomyopathy

Non−alcoholic fatty liver
disease

Osteoclast differentiation

Endocytosis

Herpes simplex virus 1
infection

Kaposi sarcoma−associated
herpesvirus infection

NOD−like receptor signaling
pathway

Human immunodeficiency virus
1 infection

Epstein−Barr virus infection

Prion disease

Human cytomegalovirus
infection

Amyotrophic lateral sclerosis

Parkinson disease

Alzheimer disease

Pathways of
neurodegeneration − multiple

diseases

0.04 0.06 0.08
GeneRatio

p.adjust
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interferon−mediated
signaling pathway

negative regulation of viral
process

regulation of viral process

myeloid leukocyte migration

cell killing

pattern recognition receptor
signaling pathway

innate immune
response−activating

signaling pathway

negative regulation of
response to external stimulus

cellular response to
molecule of bacterial origin

cellular response to
lipopolysaccharide

defense response to bacterium

cellular response to biotic
stimulus

activation of innate immune
response

response to lipopolysaccharide

response to molecule of
bacterial origin

positive regulation of
innate immune response

positive regulation of
response to biotic stimulus

defense response to virus

response to virus

regulation of innate immune
response
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p.adjust
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1.093561e−15

1.458081e−15

Count

30

40

50

60

Treatment_vs_Disease
Up−regulated genes | GO



Cytosolic DNA−sensing pathway

Leishmaniasis

Viral protein interaction
with cytokine and cytokine

receptor

C−type lectin receptor
signaling pathway

Hepatitis C

NF−kappa B signaling pathway

Tuberculosis

TNF signaling pathway

Viral carcinogenesis

Lipid and atherosclerosis

Chemokine signaling pathway

Osteoclast differentiation

Human T−cell leukemia virus
1 infection

Human immunodeficiency virus
1 infection

Influenza A

Human cytomegalovirus
infection

Kaposi sarcoma−associated
herpesvirus infection

NOD−like receptor signaling
pathway

Herpes simplex virus 1
infection

Epstein−Barr virus infection
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translation at presynapse

translation at postsynapse

translation at synapse

endoplasmic reticulum to
Golgi vesicle−mediated

transport

protein−RNA complex assembly

protein−RNA complex
organization

rRNA metabolic process

protein polyubiquitination

cytoplasmic translation

protein targeting

macroautophagy

mRNA splicing, via spliceosome

RNA splicing, via
transesterification

reactions with bulged
adenosine as nucleophile

RNA splicing, via
transesterification reactions

regulation of protein
stability

ribosome biogenesis

Golgi vesicle transport

establishment of protein
localization to organelle

RNA splicing

ribonucleoprotein complex
biogenesis
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GeneRatio

p.adjust
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Proteasome

Mitophagy − animal

Oxidative phosphorylation

Spinocerebellar ataxia

Autophagy − animal

Non−alcoholic fatty liver
disease

Ubiquitin mediated proteolysis

Protein processing in
endoplasmic reticulum

Chemical carcinogenesis −
reactive oxygen species

Diabetic cardiomyopathy

Endocytosis

Salmonella infection

Thermogenesis

Ribosome

Parkinson disease

Prion disease

Huntington disease

Amyotrophic lateral sclerosis

Alzheimer disease

Pathways of
neurodegeneration − multiple

diseases
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neutrophil migration

granulocyte chemotaxis

nucleotide catabolic process

ribonucleotide catabolic
process

regulation of tumor necrosis
factor superfamily cytokine

production

nucleoside phosphate
catabolic process

nicotinamide nucleotide
metabolic process

pyridine nucleotide
metabolic process

regulation of reactive
oxygen species metabolic

process

pyridine−containing compound
metabolic process

granulocyte migration

leukocyte chemotaxis

cell chemotaxis

reactive oxygen species
metabolic process

myeloid leukocyte migration

leukocyte migration

ribose phosphate metabolic
process

response to lipopolysaccharide

purine nucleotide metabolic
process

response to molecule of
bacterial origin
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p.adjust
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Leishmaniasis

Glycerolipid metabolism

Legionellosis

B cell receptor signaling
pathway

Biosynthesis of amino acids

p53 signaling pathway

Central carbon metabolism in
cancer

TNF signaling pathway

Ferroptosis

Efferocytosis

Carbon metabolism

Glycolysis / Gluconeogenesis

Phagosome

Apoptosis

Epstein−Barr virus infection

HIF−1 signaling pathway

NF−kappa B signaling pathway

Autophagy − animal

Lipid and atherosclerosis

MAPK signaling pathway
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response to interferon−beta

ribosomal small subunit
biogenesis

oxidative phosphorylation

positive regulation of
endopeptidase activity

positive regulation of
peptidase activity

antigen processing and
presentation

aerobic respiration

cellular respiration

regulation of endopeptidase
activity

intrinsic apoptotic
signaling pathway

regulation of peptidase
activity

translation at postsynapse

translation at synapse

translation at presynapse

defense response to virus

ribosome biogenesis

response to virus

regulation of innate immune
response

ribonucleoprotein complex
biogenesis

cytoplasmic translation
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Proteasome

Antigen processing and
presentation

Osteoclast differentiation

Herpes simplex virus 1
infection

Oxidative phosphorylation

Human cytomegalovirus
infection

Thermogenesis

Kaposi sarcoma−associated
herpesvirus infection

Human immunodeficiency virus
1 infection

Diabetic cardiomyopathy

Non−alcoholic fatty liver
disease

Chemical carcinogenesis −
reactive oxygen species

Huntington disease

Amyotrophic lateral sclerosis

Alzheimer disease

Prion disease

Parkinson disease

Pathways of
neurodegeneration − multiple

diseases

Ribosome

Coronavirus disease − COVID−19
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