GSEA GO-BP: Disease vs Control

activated

suppressed

glycolytic process through |
glucose—-6—-phosphate
NADH regeneration -

NAD catabolic process -

canonical glycolysis -
glucose catabolic process to |
glycolytic processPHORIR
fructose—-6-phosphate
IlUGOSFAHRBOES PHACRSE T
presentation of exogenous -
monosacchyifie S MR |

_ process
hexRRGerARBOHS SHFRCERE T

presentation of exogenous -

cellular respgRggdA |
interferon—beta

response to interferon—beta -

regulation of innate immune |

_response
pyruvate metabolic process -

innate immune response -
regulation of response to |

biotic stimulus
defense response to virus -

carbohydrate catabolic process
regulation of immune response -
ADP metabolic process-
regulation of defense response
response to Vvirus -

cellular response to hypoxia -
pyridine nucleotide |

nicotifHABEIfUBIESESE |
pog?ﬁ\'}%br@'@ RIRSEDT
regtiTiTERSf eSRSKIRE |

o ) production
activation of immune response -

cytokine production -

0.4 0.6

0.8

0.4

GeneRatio

0.6

0.8

p.adjust

le-04
2e-04
3e-04
4e-04
5e-04



GSEA KEGG: Disease vs Control
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